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The following Supporting Information is available for this article:  
 
Fig. S1 Experimental setup used to test the interactive effects of R:FR ratio and JA on growth 
and defense in Arabidopsis seedlings. 
Fig. S2 MeJA-induced growth inhibition and accumulation of soluble phenolic compounds are 
missing in the coi1-1 mutant and in a transgenic line that constitutively expresses the JAZ10.4 
splice variant of the JAZ10 protein (Chung & Howe, 2009). 
Fig. S3 Interactive effects of R:FR and JA treatment on expression of JA marker genes in the 
experimental setup depicted in Fig. S1. 
Fig. S4 A quadruple della mutant (4xdella, gai-t6 rga-t2 rgl1-1 rgl2-1) has a JA-insensitive 
phenotype that resembles that of the 5xdella (gai-t6 rga-t2 rgl1-1 rgl3-1 rgl2-1) mutant. 
Fig. S5 Low R:FR ratios do not increase JAZ1 protein stability. 
Fig. S6 Low R:FR ratios fail to inhibit JA responses in a RNAi line disrupted for the expression of 
the JAZ10 gene. 
Fig. S7 The effect of low R:FR ratios antagonizing JA responses were fully conserved in a jaz8 
mutant. 
Fig. S8 The effect of low R:FR ratios antagonizing JA responses were fully conserved in the jaz9-
1 mutant. 
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Fig. S1 (a) Diagram of the experimental set up used to test the effect of lateral FR on JA 
sensitivity: 1) incandescent light bulbs ; 2) water filter to remove heat emitted by incandescent 
lamps; 3) FR spectral filters to remove visible light ; 4) glass jars that contained the seedlings. 
(b)Detail of the glass jars with filtered vents to allow gas exchange (scale bar indicates 1 cm). 
Photosyntetically-active radiation was provided by fluorescent bulbs (150 µmol m
-2
s
-1
). 
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Fig. S2 MeJA-induced growth inhibition and accumulation of soluble phenolic compounds are 
missing in the coi1-1 mutant and in a transgenic line that constitutively expresses the JAZ10.4 
splice variant of the JAZ10 protein (Chung & Howe, 2009). (a) Hypocotyl length. (b) 
Accumulation of soluble phenolics. The experimental treatments resulted from a factorial 
combination of R:FR and MeJA  (50 uM) application. Error bars indicate 1 SE; n= 3-6. 
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Fig. S3 Interactive effects of R:FR and JA treatment on expression of JA marker genes. The 
experimental treatments resulted from a factorial combination of R:FR and MeJA  (50 µM) 
application (a) PDF1.2.(b) ERF1. Amb, white light; FR, white light supplemented with FR 
radiation (for details, see Materials and Methods). Samples for qPCR analysis were obtained 4 h 
after MeJA application. Expression data are normalized to the expression level detected in the 
control × Amb combination. Thin bars indicate 1 SE (n = 5); each biological replicate is a pool of 
three individual plants. The P values for significant terms in the factorial ANOVA are indicated in 
each panel.   
 
  
Amb FR
0
5
10
15
20 Control
JAL x JA=0.0015
a
a
b
c
Col-0
R
e
la
ti
v
e
 e
x
p
re
s
s
io
n
P
D
F
1
.2
/U
B
C
Amb FR
0
2
4
6
8
L x JA=0.05
a a
b
c
Col-0
R
e
la
ti
v
e
 e
x
p
re
s
s
io
n
E
R
F
1
/U
B
C
(a)
(b)
5 
 
Fig. S4 A quadruple della mutant (4xdella, gai-t6 rga-t2 rgl1-1 rgl2-1) has a JA-insensitive 
phenotype that resembles that of the 5xdella (gai-t6 rga-t2 rgl1-1 rgl3-1 rgl2-1) mutant. (a) 
Hypocotyl length. (b) Seedling biomass (Fresh weight). (c) Accumulation of soluble phenolic 
compounds. Irradiation and MeJA treatment protocol as in Fig. 1a. Error bars = 1 SE; n= 5-6. 
Significant terms in the factorial analysis of variance are indicated for each response variable 
with their associated P value: L = light treatment (Amb vs. FR); JA (MeJA vs. mock). When the 
LxJA interaction term was statistically significant, means were separated using the Tukey test, 
and different letters indicate significant differences between treatment means.  
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Fig. S5 Low R:FR ratios do not increase JAZ1 protein stability. Seedlings were germinated and 
grown for 12 d under WL (14 h WL / 10 h darkness). Seedlings were treated with MeJA (20 µM) 
or a mock solution and transferred to the test light conditions: WL (Amb) or WL+FR (FR). After 
30 min the seedlings were harvested for measurements of GUS activity. Values are given relative 
to the GUS activity value at time zero. Bars indicate ±1 SE (n = 4-5). 
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Fig. S6 Low R:FR ratios fail to inhibit JA responses in a RNAi line disrupted for the expression of 
the JAZ10 gene. (a) Hypocotyl length. (b) Seedling biomass (Fresh weight). (c) Accumulation of 
soluble phenolics. Irradiation and MeJA treatment protocol as in Fig. 1a. Error bars = 1 SE; n= 8. 
Significant terms in the factorial analysis of variance are indicated for each experiment with 
their associated P value: L = light treatment (Amb vs. FR); JA (MeJA vs. mock). When the LxJA 
interaction term was statistically significant, means were separated using the Tukey test, and 
different letters indicate significant differences between treatment means. 
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Fig. S7 The effect of low R:FR ratios antagonizing JA responses were fully conserved in a jaz8 
mutant. (a) Hypocotyl length. (b) Seedling biomass (Fresh weight). (c) Accumulation of soluble 
phenolics. Irradiation and MeJA treatment protocol as in Fig. 1a. Error bars = 1 SE; n= 5. 
Significant terms in the factorial analysis of variance are indicated for each experiment with 
their associated P value: L = light treatment (Amb vs. FR); JA (MeJA vs. mock). When the LxJA 
interaction term was statistically significant, means were separated using the Tukey test, and 
different letters indicate significant differences between treatment means. 
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Fig. S8 The effect of low R:FR ratios antagonizing JA responses were fully conserved in the jaz9-
1 mutant. (a) Hypocotyl length. (b) Seedling biomass (Fresh weight). (c) Accumulation of soluble 
phenolics. Irradiation and MeJA treatment protocol as in Fig. 1a. Error bars = 1 SE; n= 4. 
Significant terms in the factorial analysis of variance are indicated for each experiment with 
their associated P value: L = light treatment (Amb vs. FR); JA (MeJA vs. mock). When the LxJA 
interaction term was statistically significant, means were separated using the Tukey test, and 
different letters indicate significant differences between treatment means. 
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